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|dentification of a Type 1 regulatory T cell master regulator

Colin Waichler, Alma Martina Cepika, Maria Grazia Roncarolo
Stanford University Institute for Stem Cell Biology and Regenerative Medicine

INTRODUCTION RESULTS CONCLUSION

Type 1 regulatory T cells (Tr1s) are a CD4* T cell type with Knockout of TF B does not affect Tr1 induction efﬁciency We have shown preliminarily that a type 1

critical roles in transplant acceptance and prevention of regulatory T cell-specific transcription factor (TF
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Tr1 differentiation protocol (Tallo10) by Chen, Cepika et al.,
Science and Translational Medicine, 2021.

A: representative fluorescence-assisted cell sorter plots
showing gating strategy and the content of purified and
unpurified cell suspensions. B: mean purity of CD4+ and
CD14+ cell enrichments.

knockout strategy where Cas9 sgRNs are targeted to
either end of the first protein-coding exon of a gene of
interest. B: example DNA gels showing the effect of
knockout strategies for genes TF A, B, and C, on PCR
product length. TF A was knocked out with a single guide
and shows no major difference in amplicon length due to
knockout. C: Synt e?o ICE analysis output predicting
knockout efficiency from Sanger sequencing data.
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